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qPCR data
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expected amplification curve
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amplification data
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qPCR analysis per sample
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qPCR analysis per sample
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qPCR analysis per sample
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amplification data
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baseline fluorescence
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observed (=raw) data
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recognizing baseline error
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baseline error +/- 2%
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baseline error +/- 2%
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PCR system baseline
(trend through cycle 3-10)
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PCR system baseline
(trend through cycle 3-10)
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efficiency derived from a standard curve
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efficiencies derived from a standard curve

5 dilutions

5 replicates per dilution } 3125 standard curves
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bias from using the wrong efficiency
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bias from using the wrong efficiency
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min. SC-derived efficiency

unbiased N0 with mean efficiency
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